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Introduction 

During the past decade solutions of an increasing variety of problems 
in the field of molecular genetics have rested on the availability of 
synthetic polynucleotides. Thus, to cite only a few examples, the 
elucidation of the genetic code was based on synthesis of the 64 pos­
sible trinucleoside diphosphates and on the preparation of poly­
nucleotides containing repeating sequences (186,249). More recently the 
development of synthetic procedures has culminated in the total syn­
thesis of two tRNA-genes (2, 188, 190). A further useful application has 
been demonstrated in the use of synthetic oligomers of specific base 
sequence as specific primers for DNA sequencing (247, 366, 379, 467). 
Because of the many problems which remain with respect to our under­
standing in gene function or to future gene manipulation, it seems not 

Rejerences,pp.483-508 


